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Isolates originated from human diarrhoeal patients 
(n=54) from the year 2005, 2006 and 2007
Diarrhoeal pig isolates(n=11, from 2 pigfarms)

Toxin gene PCR (tcdA, tcdB, Binary toxin)
ErmB gene
Susceptibility pattern (moxifloxacin, ciprofloxacin)
tcdC gene sequencing
Multi Locus Variable Number Tandem Repeat
Analysis (MLVA)

Characterization and MLVA typing of 
C. difficile PCR Ribotype 078



Human (n=43), pig isolates (n=8)
TcdA (100%), TcdB (100%), 
Binary toxin (100%), 
ErmB gene (14%): Human isolates (7%), pig isolates (50%)

Susceptibility (breakpoints CLSI, 2007)
Type 078 resitant:

moxifloxacin 12% (MIC ≥4 mg/l)
ciprofloxacin 88% (MIC ≥4 mg/l)

“Historic” type 027: moxifloxacin S, ciprofloxacin R
“Epidemic” type 027: moxifloxacin R, ciprofloxacin R

Results characterization type 078



TcdC sequencing



HumanHuman and and pigpig strainsstrains had the had the samesame mutationmutation
leadingleading to a stopcodonto a stopcodon

TcdC sequencing



ResultsResults MLVAMLVA

HumanHuman isolatesisolates (n=54) and (n=54) and pigpig isolatesisolates (n=11)(n=11)

HighlyHighly discriminatorydiscriminatory genotypinggenotyping methodmethod
PCR PCR basedbased onon tandem tandem repeatsrepeats onon 7 7 lociloci
Fragment Fragment analysisanalysis onon ABI 3100ABI 3100
Data Data analysisanalysis: : BionumericsBionumerics

GeneticGenetic relationshiprelationship betweenbetween strainsstrains of the of the samesame
ribotypesribotypes



Results MLVA



Conclusions

Susceptibility pattern type 078 identical to historic type 027 
isolates
Identical toxin profiles

Human and pig isolates
Ribotype 078 vs 027

Point mutations leads to non-functional TcdC gene
Genetic relationships between human and pig isolates
Ribotype 078 has the same virulence markers as the highly
virulent ribotype 027
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